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AMENDMENTS TO THE SPECIFICATION 

Please replace the paragraph at page 4, lines 22-23, with the following 
amended paragraph: 

Fig. 2 is a comparison of the coding regions of pAMVBTS (uppermost 
nucleotide sequen ce, S E P ID NO: 1. from nucleotide position 1-424^ and p AMVBT4 (lower 
nucleotide sequence. SE P ID NO: 3. from nucleotide position 1-424) . 


Please replace the paragraph at page 4, lines 24-25, with the following 
amended paragraph: 

Fig. 3 illustrates the sequence and assembly of oligonucleotides KB 72 and KB 
73 " The nucleotide sequence alignment ill u strated above steps "1" and "2" shows the overlap 
b etween oligonucleotides KB72 (SEP TP N P: 4) and oligonucleotide KB73 (SEP ID NO: M 
before polymerase extension, in which n ucleotides 85-105 of SEP TP NO: 4 are aligned with 
n ucleotides of 87-107 of SEP TP NO: 5. The nucl e otide sequence a lignment illustrated 
between steps "2" and "3" represents t h e aligned sequences SEP IP NO: 4 and SEP ID NO: 
5 after polymerase extension, the u pper sequence corresponding to SEQ ID NO: 6. and the 
lower sequence, the rever se c om plement of SEP IP NO: 6. correspo nding to SEP IP NO- 7 
The nucleotide sequence alignment be l ow step "4" represents the extended seq uence 
illustrated between steps "2" and "3" after di g estion with the restriction endonucleases Nco\ 
and Spel, the upper seque nc e in the a li gnment corresponding to SEP ID NP: 8, and the lower 
se quence in the alignment corresponding to SEP ID NP: 9. 


Please replace the paragraph at page 4, lines 26-27, with the following 
amended paragraph: 

Fig. 4 illustrates the sequence and assembly of oligonucleotides KB 74 and KB 
75 ' The nucleotide se qu ence alignment illustrated above steps "1 " and "2" in Fig. 4 shows 
the overlap between oli gon uc l eotides KB74 (SEP ID NP: 10) and oligonucleotide KB75 
(SEQ ID NP: 1 1), before po l y me r ase extension, in which nucleotides 68-85 of SEP ID NP: 
10 are aligned vflthnu deotides 62-79 of SEP ID NP: 11 . The nucleotide seq uence 
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alignment illustrated be tween steps "2" and "3" represents the aliened se quences SEP ID NO- 
10 and SEQ ID NO: 1 1 after polymerase extensio n, the upper sequence corresponding to 
SEQ ID NO; 13, and the lower s equence, the reverse complement of SEP ID NO; 13. 
corresponding to S EQ ID N O: 14. The nucleotide sequence alignment below step "4" 
represents the extended sequence i l lustrated between steps "2" and "3" after digestion with 
the restriction e ndo nucleases Banl and XhdL the upper sequence in the alignment 
corresponding, to SEQ ID NO: 14 . and t h e low er sequence in the alignment corresponding to 
SEP ID NO: 15. 


Please replace the paragraph at page 4, lines 28-29, with the following 
amended paragraph: 

Fig. 5 illustrates the sequence and assembly of oligonucleotides KB76 and KB 
11 ■ The nucleotide s equence alignment illustrated above steps "1" and "2" in Fig. 5 shows 
the overlap between oligo nu c l e o tides KB76 fSEO ID NO: 16) and oligonucleotide KB77 
(SEQ ID NO: 17), bef ore p ol y merase extension, in which nucleotides 63-76 of SEQ ID NO: 
16arealjgned with nucleotides 75-94 of S EQ ID NO: 17. The nucleotide sequent 
alignment illustrated between steps "2" a n d "3" rep rese nts the aligned sequences SEP ID NP- 
1 6 and SEQ ID NO: 1 7 a fter p ol ym erase extension, the upper sequence corresponding to 
SEQ ID NO: 18, and the lowe r sequence, the reverse complement of SEQ ID NO: 18. 
c orrespondin g to S E Q ID N O: 19. The nucleotide sequence alignment below step "4" 
represents the extended sequence illustr a ted between steps "2" and "3" after digestion with 
the restriction endonucleases Xbal an d BsdL the upper sequence m the alignment 
corresponding to SEP ID NO: 20. and the lowe r sequence in the alignment corresp onding to 
SEP ID NO: 21, 
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